Standard file format and software for the BioBrillouin community
We developed file formats and related software to standardize the storage and processing of Brillouin data and we are looking for feedback/beta testers.
To that end we have created:
· A web app (https://biobrillouin.org/brimview/), which can be fully run in the browser and open both local and cloud brim files
· BRIM file: a format based on Zarr, dedicated to imagery data and with cloud support (https://github.com/prevedel-lab/brimfile)
· BRIMX file: a format based on HDF5, meant to organize locally and Brillouin spectroscopy-related data (link)
For the web app you can just navigate to the link and load sample data. For the file formats you can follow the PDF tutorial (attached? Link?).
You can contact us (link) to provide any feedback (which is highly appreciated)!

